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ASerotonin can bind to GPCRs 5-HT, , , 5., and ion channel 5-HT;,
KOpioids act on O opioid and NMDA receptors
Menzodiazepines act on GABA, and mitochondrial GABA; receptors

KGleevec (imatinib mesylate): new anticancer agent with three targets required
for high efficacy

A-or many CNS agents, acting on multiple proteins is essential for function

Polypharmacology:
KOne drug i multiple targets (no structural similarity needed)
KOne target i many active drugs (no structural similarity needed)
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Roth et al, 2004; Keiser et al, 2007; Hopkins, 2008; Pujol et al, 2010



Bioactivity: effects / side effects
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Effect Profile (EP)
generation

Interaction Profile (IP)
generation
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“False” positives

True positives
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